Data collection
A thrombopoetin agonist was prescribed for 40 patients over the 18 months reviewed. Of these, 13 did not start treatment and are not considered further in this analysis. This was due to denial of coverage from their insurer or progressive disease leading to hospice care.
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Try calculate equivalent doses of chemotherapy
We attempt here to determine if there are consistent doses of any of the agents used for chemotherapy when the platelet nadir was reached. We hypothesized, for example, that we might see that a cumulative dose of temozolomide of 1000 mg/m2 was approximately as likely as a cumulative dose of bevacizumab of 100 mg/kg. As we see below, there was wide individual variablility and no clear consistent relationship could be drawn such as that above.
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Last follow-up
No additional chemotherapy received (counts) -temozolomide, bevacizumb, lomustine: 6 6 18
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